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Candidat: CS I dr. Cristian COMAN

Necesar

Existent

A1. Calificarea profesionala: titlul de Doctor in
specialitatea disciplinei postului sau inrudita cu
aceasta

Doctor in Biologie, conferit in baza Ordinului
Ministrului Educatiei, Cercetarii, Tineretului si
Sportului nr. 6468/07.12.2011.

A2. Articole stiintifice ca autor principal:
pentru Profesor (CS I; Abilitare): minimum 4
articole n reviste cotate ISI cu AIS cumulat
mai mare sau egal cu 4, din care 2 articole cu
AIS de cel putin 0,3 in ultimii 5 ani.

Tn ultimii 5 ani am publicat 8 articole n reviste
cotate ISI, ca autor principal, cu AIS cumulat =
9 > 4. Dintre acestea, 7 articole au AIS > 0,3.

A3. Coordonare proiecte de cercetare obfinute
prin competitie nationald sau internationala: -
pentru Profesor (CS I; Abilitare): minimum
doud granturi nationale de cercetare in calitate
de director (sau responsabil de proiect in cazul
parteneriatelor) sau unul national (in calitate de
director) si unul international (in calitate de
responsabil national).

Am coordonat 6 proiecte: 2 granturi

internationale, 2 granturi nationale, 1 proiect de
tip COST si 1 bursa POSDRU.

B.1. Evaluarea activitatii de cercetare -
Recunoastere internationald minim 150 puncte

456,11 puncte

B.1. Evaluarea activitatii de cercetare -—
Performanta totala minim 250 puncte

520,32 puncte

Data,

Semnatura,



Informatii privind proiectele coordonate si calculul punctajelor de recunoastere
internationala si performanta totala

A2. Articole stiintifice ca autor principal: pentru Profesor (CS I; Abilitare): minimum 4
articole in reviste cotate ISI cu AIS cumulat mai mare sau egal cu 4, din care 2 articole cu AlS de
cel putin 0,3 1n ultimii 5 ani.

Tn ultimii 5 ani am publicat 8 articole in reviste cotate IS, ca autor principal (detaliate mai jos),
cu AIS cumulat = 9 > 4. Dintre acestea, 7 articole au AIS > 0,3.

1. Remizovschi, A., Carpa, R., Forray, F.L., Chiriac, C., Roba, C.-A., Beldean-Galea, S., Andrei,
A.-S., Szekeres, E., Baricz, A., Lupan, I., Knut, R., Coman, C. 2020. Mud volcanoes and the
presence of PAHSs. Scientific Reports, 10:1253.

2. Baricz, A., Teban, A., Chiriac, C.M., Szekeres, E., Farkas, A., Nica, M., Dascalu, A.,
Oprisan, C., Lavin, P., Coman, C. 2018. Investigating the potential use of an Antarctic variant
of Janthinobacterium lividum for tackling antimicrobial resistance in a One Health approach.
Scientific Reports, 8(1):15272. (AIS=1,9)

3. Szekeres, E., Chiriac, C.M., Baricz, A., Széke-Nagy, T., Lung, I., Soran, M.-L., Rudi, K.,
Dragos, N., Coman, C. 2018. Investigating antibiotics, antibiotic resistance genes, and
microbial contaminants in groundwater in relation to the proximity of urban areas.
Environmental Pollution, 236:734-744. (AlS=1,3)

4. Chiriac, C.M., Baricz, A., Szekeres, E., Rudi, K., Dragos, N., Coman, C. 2018. Microbial
composition and diversity patterns in deep hyperthermal aquifers from the Western Plain of
Romania. Microbial Ecology, 75(1): 38-51. (AIS=1).
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Differences in temperature and water chemistry shape distinct diversity patterns in thermophilic
microbial communities. Applied and Environmental Microbiology, 83(21): e01363-17.
(AIS=1,2)

6. Soran, M.-L., Lung, 1., Opris, O., Floare-Avram, V., Coman, C. 2017. Determination of
Antibiotics in Surface Water by Solid-Phase Extraction and High-Performance Liquid
Chromatography with Diode Array and Mass Spectrometry Detection. Analytical Letters, 50(7):
1209-1218. (AlS=0,2)

7. Opris, O., Soran, M.L., Lung, 1., Trusca, M.R.C., Szoke-Nagy, T., Coman, C. 2017. The
optimization of the antibiotics extraction from wastewaters and manure using Box—Behnken
experimental design. International Journal of Environmental Science and Technology, 14(3):
473-480. (AIS=0,4).

8. Szekeres, E., Baricz, A., Chiriac, C.M., Farkas, A., Opris, O., Soran, M.-L., Andrei, A.-S.,
Rudi, K., Balcazar, J.L., Dragos, N., Coman, C. 2017. Abundance of antibiotics, antibiotic
resistance genes and bacterial community composition in wastewater effluents from different
Romanian hospitals. Environmental Pollution, 225:304-315. (A1S=1,11)



A3. Coordonare proiecte de cercetare obtinute prin competitie nationald sau
internationald: - pentru Profesor (CS I; Abilitare): minimum doua granturi nationale de
cercetare in calitate de director (sau responsabil de proiect in cazul parteneriatelor) sau unul
national (in calitate de director) si unul international (in calitate de responsabil national); nu se
iau 1n considerare granturi finantate de propria institutie, granturi pentru participare la congrese,
granturi de cercetare din finantarea de baza de ex. programul Nucleu.

Granturi internationale ca director de proiect/responsabil national:

1. Biodiversity as an ecological barrier for the spread of clinically relevant antibiotic resistance
in the environment — Antiversa.

H2020 ERA-Net, contract nr. 117/2020. Implementare: 2020-2023. Valoare: 980.000
RON/200.000 Euro.

2. Ghid metodologic de monitorizare a antibioticelor si a rezistentei antimicrobiene in mediu ca
instrument suport pentru Tmbunatatirea managementului calitatii apelor de suprafatd si a panzei
freatice — EnviroAMR.

EEA Grants, contract nr. 3499/20.05.2015. Implementare: 2015-2016. Valoare: 4.444.649
RONY/1.007.285 Euro

Granturi nationale ca director de proiect:

1. Bacterii antarctice contra patogenilor umani: in cautare de noi compusi antimicrobieni —
AntarcticPharma.

Contract nr. 140PED/2017. Implementare: 2017-2018. Valoare: 600.000 RON.

2. Biodiversitatea bacteriilor si archaconilor dintr-un stromatolit modern din Romania ca posibili
indicatori ai procesului de mineralizare.
Contract nr. PD 104/2012. Implementare: 2012-2013. Valoare: 300.000 RON

Alte proiecte coordonate:

1. Cyanobacteria blooms and toxins in water resources: Occurrence, impacts and management.
ESSEM COST Action ES1105.

Responsabil din partea ICB Cluj-Napoca

2. Biodiversitatea si profilul metabolic al comunitatilor microbiene implicate in formarea de
stromatolite moderne investigate prin studii de metagenomica si metatranscriptomica.

Bursa POSDRU/159/1.5/S/133391.



B. Criterii si standarde minimale

B.1. Evaluarea activitatii de cercetare.
A fost efectuatd utilizdnd baza de date Scopus (www.scopus.com), accesatd la data de
09.03.2020:

Punctaj recunoastere internationala: 458,76 puncte > 150 puncte.
Punctaj performanta totala: 522,22 puncte > 250 puncte.

Articole Tn reviste cotate ISI, ca autor principal:
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Andrei, A.-S., Szekeres, E., Baricz, A., Lupan, 1., Knut, R., Coman, C. 2020. Mud volcanoes
and the presence of PAHs. Scientific Reports, 10(1):1253. (Al1S=1,9)

Citari: 0

Punctaj articol conform formulei (1) din ordinul 6.129/2016: 1x[4+(7x1,9)]=17,3 puncte
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Citari:
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Punctaj articol conform formulei (1) din ordinul 6.129/2016: 1x[4+(7x1,9)+2]=19,3 puncte
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Ding H., Qiao M., Zhong J., Zhu Y., Guo C., et al. 2020. Characterization of antibiotic resistance
genes and bacterial community in selected municipal and industrial sewage treatment
plants beside Poyang Lake. Water Research, 174:115603.
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antibiotic resistance genes in ground water in comparison with surface water. Science of
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emerging contaminant adsorption and photodegradation under visible light. Chemical
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Kurwadkar S. 2019. Occurrence and distribution of organic and inorganic pollutants in
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Fitzpatrick M.C., Bauch C.T., Townsend J.P., Galvani A.P. 2019. Modelling microbial infection
to address global health challenges. Nature Microbiology, 4(10):1612-16109.
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Antibiotic resistance in enterobacteriaceae from surface waters in Urban Brazil highlights
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Punctaj articol conform formulei (1) din ordinul 6.129/2016: 1x[4+(7x1,3)+41]=54,1 puncte



4. Chiriac, C.M., Baricz, A., Szekeres, E., Rudi, K., Dragos, N., Coman, C. 2018.
Microbial composition and diversity patterns in deep hyperthermal aquifers from the
Western Plain of Romania. Microbial Ecology, 75(1): 38-51. (AlIS=1).

Citari: 0

Punctaj articol conform formulei (1) din ordinul 6.129/2016: 1x[4+(7x1)]=11 puncte
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2017. Differences in temperature and water chemistry shape distinct diversity patterns in

thermophilic microbial communities. Applied and Environmental Microbiology, 83(21):
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Citari:
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18(1):134.

Oliverio A.M., Power J.F., Washburne A., Cary S.C., Stott M.B., Fierer N. 2018. The ecology
and diversity of microbial eukaryotes in geothermal springs. ISME Journal , 12(8):1918-
1928.

Valeriani F., Crognale S., Protano C., Gianfranceschi G., Orsini M., et al. 2018. Metagenomic
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Punctaj articol conform formulei (1) din ordinul 6.129/2016: 1x[4+(7x1,2)+6]=18,4 puncte
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Punctaj articol conform formulei (1) din ordinul 6.129/2016: 1x[4+(7x0,2)+4]=9,4 puncte
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Punctaj articol conform formulei (1) din ordinul 6.129/2016: 1x[4+(7x0,4)+2]=8,8 puncte
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